seqlist.txt 10/526063 

SEQUENCE LISTING ^ ^ ? g m ^ 



<110> ASHMAN, Claire 

ELLIS, Jonathan Henry 



<120> IL-14 VACCINE FOR THE TREATMENT OF 
ASTHMA AND ATOPIC DISORDERS 

<130> PG4939 

<140> Not Yet Assigned 
<141> 2005-02-28 

<150> PCT/GB03/003729 
<151> 2003-08-28 

<150> GB 0304672.9 
<151> 2003-02-28 

<150> GB 0220211.7 
<151> 2002-08-30 

<160> 70 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 112 
<212> PRT 

<213> Homo sapiens IL-13 
<400> 1 

Gly Pro val Pro Pro ser Thr Ala Leu Arg Glu Leu lie Glu Glu Leu 

15 10 15 

Val Asn lie Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly Ser Met 

20 25 30 

val Trp Ser lie Asn Leu Thr Ala Gly Met Tyr Cys Ala Ala Leu Glu 

35 40 45 

Ser Leu lie Asn Val Ser Gly Cys Ser Ala lie Glu Lys Thr Gin Arg 

50 55 60 

Met Leu ser Gly Phe cys Pro His Lys val ser Ala Gly Gin Phe ser 
65 70 75 80 

Ser Leu His val Arg Asp Thr Lys lie Glu val Ala Gin Phe val Lys 

85 90 95 

Asp Leu Leu Leu His Leu Lys Lys Leu Phe Arg Glu Gly Arg Phe Asn 
100 105 110 

<210> 2 

<211> 111 

<212> PRT 

<213> Murine IL-13 

<400> 2 

Gly Pro Val Pro Arg Ser Val Ser Leu Pro Leu Thr Leu Lys Glu Leu 

15 10 15 

lie Glu Glu Leu Ser Asn lie Thr Gin Asp Gin Thr Pro Leu Cys Asn 

20 25 30 

Gly Ser Met val Trp Ser val Asp Leu Ala Ala Gly Gly Phe Cys val 

35 40 45 

Ala Leu Asp Ser Leu Thr Asn lie Ser Asn Cys Asn Ala lie Tyr Arg 

50 55 60 

Thr Gin Arg lie Leu His Gly Leu Cys Asn Arg Lys Ala Pro Thr Thr 
65 " 70 75 80 

val Ser Ser Leu Pro Asp Thr Lys lie Glu Val Ala His Phe lie Thr 
85 90 95 

Page 1 



seqlist.txt 

Lys Leu Leu Ser Tyr Thr Lys Gin Leu Phe Arg His Gly Pro Phe 
100 105 110 

<210> 3 
<211> 111 
<212> PRT 

<213> Porcine IL-13 
<400> 3 

Gly Pro val Pro Pro His Ser Thr Ala Leu Lys Glu Leu lie Glu Glu 

1 5 10 15 

Leu val Asn lie Thr Gin Asn Gin Lys Thr Pro Leu Cys Asn Gly Ser 

20 25 30 

Met val Trp ser val Asn Leu Thr Thr Ser Met Gin Tyr Cys Ala Ala 

35 40 45 

Leu Glu Ser Leu lie Asn lie ser Asp Cys Ser Ala lie Gin Lys Thr 

50 55 60 

Gin Arg Met Leu Ser Ala Leu Cys Ser His Lys Pro Pro ser Glu Gin 
65 70 75 80 

val Pro Gly Lys His lie Arg Asp Thr Lys lie Glu val Ala Gin Phe 

85 90 95 

val Lys Asp Leu Leu Lys His Leu Arg Met lie Phe Arg His Gly 
100 105 110 

<210> 4 
<211> 112 
<212> PRT 

<213> Bovine il-13 
<400> 4 

Ser Pro val Pro ser Ala Thr Ala Leu Lys Glu Leu lie Glu Glu Leu 

15 10 15 

val Asn lie Thr Gin Asn Gin Lys val Pro Leu Cys Asn Gly ser Met 

20 25 30 

val Trp Ser Leu Asn Leu Thr Ser Ser Met Tyr Cys Ala Ala Leu Asp 

35 40 45 

Ser Leu lie ser lie ser Asn cys Ser val lie Gin Arg Thr Lys Lys 

50 55 60 

Met Leu Asn Ala Leu Cys Pro His Lys Pro ser Ala Lys Gin val Ser 
65 70 * 75 80 

Ser Glu Tyr Val Arg Asp Thr Lys lie Glu Val Ala Gin Phe Leu Lys 

85 90 95 

Asp Leu Leu Arg His ser Arg lie val Phe Arg Asn Glu Arg Phe Asn 
100 105 110 

<210> 5 
<211> 111 
<212> PRT 

<213> Canine IL-13 
<400> 5 

Ser Pro Val Thr Pro Ser Pro Thr Leu Lys Glu Leu lie Glu Glu Leu 

15 10 15 

val Asn lie Thr Gin Asn Gin Ala ser Leu cys Asn Gly Ser Met val 

20 25 30 

Trp Ser val Asn Leu Thr Ala Gly Met Tyr Cys Ala Ala Leu Glu Ser 

35 40 45 

Leu lie Asn val Ser Asp Cys Ser Ala lie Gin Arg Thr Gin Arg Met 

50 55 60 

Leu Lys Ala Leu Cys ser Gin Lys Pro Ala Ala Gly Gin He ser ser 
65 70 75 80 

Glu Arg Ser Arg Asp Thr Lys lie Glu val lie Gin Leu val Lys Asn 

85 90 95 

Leu Leu Thr Tyr val Arg Gly val Tyr Arg His Gly Asn Phe Arg 
100 ~ 105 110 
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<210> 6 
<211> 111 
<212> PRT 
<213> Rat IL-13 



<400> 6 


















va 1 


A I a 






G 1 U 




Gly Pro val 


Arg 


Arg 


Ser 


Thr 


ser 


Pro 


Pro 


Leu 


Arg 


Leu 


1 














10 










15 




lie Glu 


Glu 


Leu 


Ser 


Asn 


He 


Thr 


Gin 


Asp 


G 1 n 


Lys 


Th r 


Ser 


Leu 


Cys 






20 










25 














Asn Ser 


Ser 


Met 


val 


Trp 


Ser 


val 


ASP 


Leu 


Thr 


A 1 _ 
A 1 a 


G I y 


Gl y 


Phe 


Cys 




35 








40 








45 


Ala 


He 


His 


Ala Ala 


Leu 


Glu 


Ser 


Leu 


Thr 


Asn 


lie 


Ser 


Ser 


Cys 


Asn 


50 










55 










60 




Al a 






Arg Thr 


Gin 


Arg 


lie 


Leu Asn Gly Leu 


Cys 


Asn 


Gl n 


Lys 


Ser 


Asp 


65 






70 










75 










o r\ 

80 


val Ala 


Ser 


Ser 


Pro 


Pro 


Asp 


Thr 


Lys 


Il e 


Gl U 


va 1 


A 1 a 


G 1 n 


Phe 


1 1 e 








85 






90 








G 1 y 


95 




Ser Lys 


Leu 


Leu 


Asn 


Tyr 


Ser 


Lys 


Gin 


Leu 


Phe 


Arg 


Tyr 


Hi S 






100 






105 










110 






<210> 7 






























<211> 111 




























<212> PRT 




























<213> cynomolgus 
























<400> 7 






















11 e 


G 1 U 


G 1 u 




Ser Pro 


val 


Pro 


Pro 


Ser 


Thr 


Ala 


Leu 


Lys 


Gl u 


Leu 


Leu 


1 






5 










10 










15 




val Asn 


lie 


Thr 


Gin 


Asn 


Gin 


Lys 


Ala 


Pro 


Leu 


cys 


Asn 


G 1 y 


Ser 


Met 






20 








25 














G 1 U 


val Trp 


Ser 


lie 


Asn 


Leu Thr Ala Gly 


Val 


Tyr 


Cys 


A "I -» 

A I a 


A 1 a 


Leu 


35 










40 










45 








Ser Leu 


lie 


Asn 


val 


Ser Gly Cys 


Ser 


Ala 


lie 


Glu 


Lys 


Thr 


Gin 


Arg 


50 










55 










60 










Met Leu 


Asn 


Gly Phe 


Cys 


Pro 


His 


Lys 


val 


Ser 


Ala 


Gly 


G 1 n 


Phe 


Ser 


65 








70 








75 










80 


Ser Leu 


Arg 


val 


Arg 


Asp 


Thr 


Lys 


He 


Glu 


Val 


Ala 


Gl n 


Phe 


val 


Lys 






85 






90 










95 




Asp Leu 


Leu 


His 


Leu 


Lys 


Lys 


Leu 


Phe 


Arg 


Glu 


Gly 


Gl n 


Phe 


Asn 






100 






105 










110 






<210> 8 






























<211> 112 




























<212> PRT 




























<213> Rhesus IL- 


-13 
























<400> 8 






















He 


Glu 


Glu 




Ser Pro 


val 


Pro 


Arg 


ser 


Thr 


Ala 


Leu 


Lys 


Glu 


Leu 


Leu 


1 
















10 










15 




val Asn 


lie 


Thr 


Gin 


Asn 


Gin 


Lys 


Ala 


Pro 


Leu 


Cys 


Asn 


Gly 


Ser 


Met 






20 








25 








30 




Glu 


val Trp 


Ser 


He 


Asn 


Leu Thr Ala Gly 


val 


Tyr 


Cys 


Ala 


Ala 


Leu 


35 










40 










45 




Gin 




ser Leu 


lie 


Asn 


Val 


Ser Gly Cys 


Ser 


Ala 


He 


Glu 


Lys 


Thr 


Arg 


50 










55 










60 






Phe 




Met Leu Asn Gly Phe 


Cys 


Pro 


His 


Lys 


val 


Ser 


Ala 


Gly 


Gin 


Ser 


65 








70 








75 








val 


80 


Ser Leu 


Arg 


val 


Arg 


Asp 


Thr 


Lys 


He 


Glu 


val 


Ala 


Gin 


Phe 


Lys 






85 






90 










95 




Asp Leu 


Leu 


val 


His 


Leu 


Lys 


Lys 


Leu 


Phe 


Arg 


Glu 


Gly 


Arg 


Phe 


Asn 




100 






105 








110 
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<210> 9 
<211> 112 
<212> PRT 

<213> Marmoset IL-13 
<400> 9 

Gly Pro val Pro Pro Tyr Thr Ala Leu Lys Glu Leu lie Glu Glu Leu 

1 5 10 15 

val Asn lie Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly Ser Met 

20 25 30 

val Trp Ser lie Asn Met Thr Ala Gly val Tyr Cys Ala Ala Leu Glu 

35 40 45 

Ser Leu lie Asn val Ser Gly Cys Ser Ala lie Glu Lys Thr Gin Arg 

50 55 60 

Met Leu Ser Gly Phe Cys Pro His Lys val ser Ala Gly Gin Phe ser 
65 70 75 80 

Ser Leu Leu val Arg Asp Thr Lys lie Glu Val Ala Gin Phe val Lys 

85 90 95 

Asp Leu Leu Arg His Leu Arg Lys Leu Phe His Gin Gly Thr Phe Asn 
100 105 110 

<210> 10 
<211> 112 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo Sapien IL-13 
<400> 10 

Gly Pro val Pro Pro Ser Ser Ala Leu Lys Glu Leu lie Glu Glu Leu 

15 10 15 

Ala Asn lie Thr Gin Asn Gin Lys Ala Pro Leu cys Asn Gly ser Met 

20 25 30 

val Trp ser lie Asn Leu Thr Ala Gly Met Tyr cys Ala Ala Leu Asp 

35 40 45 

Ser Leu lie Asn Val Ser Gly Cys Ser Ala lie Glu Arg Thr Gin Arg 

50 55 60 

lie Leu Ser Ala Phe Cys Pro His Lys val Ser Ala Gly Gin Phe Ser 
65 70 75 80 

ser Leu Arg Val Arg Asp Thr Lys lie Glu Val Ala Gin Phe Val Thr 

85 90 95 

Asp Leu Leu val His Leu Lys Arg Leu Phe Arg Gin Gly Thr Phe Asn 
100 105 110 

<210> 11 
<211> 121 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 11 

Gly Pro val Pro Pro Ser Thr Ala Leu Arg Glu Leu lie Glu Glu Leu 

1 5 10 15 

val Asn lie Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly Ser Met 

20 25 30 

Val Trp ser lie Asn Leu Thr Ala Gly Met Tyr Cys Ala Ala Leu Glu 

35 40 45 

Ser Leu lie Asn Val ser Gly Cys Ser Ala lie Glu Lys Thr Gin Arg 

50 55 60 

Met Leu Gly Gly Phe Cys Pro His Lys Phe Asn Asn Phe Thr val Ser 
65 70 75 80 

Phe Trp Leu Arg val Pro Lys val Ser Ala ser His Leu Glu Asp Thr 
85 90 95 
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Lys lie Glu Val Ala Gin Phe val Lys Asp Leu Leu Leu His Leu Lys 

100 105 110 

Lys Leu Phe Arg Glu Gly Arg Phe Asn 
115 120 

<210> 12 
<211> 133 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 12 

Phe Asn Asn Phe Thr val ser Phe Trp Leu Arg val Pro Lys val Ser 

1 5 10 15 

Ala Ser His Leu Glu Gly Pro val Pro Pro Ser Thr Ala Leu Arg Glu 

20 25 30 

Leu lie Glu Glu Leu val Asn lie Thr Gin Asn Gin Lys Ala Pro Leu 

35 40 45 

Cys Asn Gly Ser Met val Trp ser lie Asn Leu Thr Ala Gly Met Tyr 

50 55 60 

Cys Ala Ala Leu Glu Ser Leu lie Asn Val Ser Gly Cys Ser Ala lie 
65 70 75 80 

Glu Lys Thr Gin Arg Met Leu Gly Gly Phe cys Pro His Lys val Ser 

85 90 95 

Ala Gly Gin Phe Ser Ser Leu His val Arg Asp Thr Lys lie Glu Val 

100 105 110 

Ala Gin Phe val Lys Asp Leu Leu Leu His Leu Lys Lys Leu Phe Arg 

115 120 125 

Glu Gly Arg Phe Asn 
130 

<210> 13 
<211> 123 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Murine IL-13 
<400> 13 

Gly Pro val Pro Arg ser val Ser Leu Pro Leu Thr Leu Lys Glu Leu 

15 10 15 

lie Glu Glu Leu Ser Asn lie Thr Gin Asp Gin Thr Pro Leu Cys Asn 

20 25 30 

Gly Ser Met val Trp ser val Asp Leu Ala Ala Gly Gly Phe cys val 

35 40 45 

Ala Leu Asp Ser Leu Thr Asn lie Ser Asn Cys Asn Ala lie Tyr Arg 

50 55 60 

Thr Gin Arg lie Leu His Gly Leu Cys Asn Arg Lys Phe Asn Asn Phe 
65 70 75 80 

Thr Val Ser Phe Trp Leu Arg val Pro Lys val Ser Ala Ser His Leu 

85 90 95 

Glu Asp Thr Lys lie Glu Val Ala His Phe lie Thr Lys Leu Leu Ser 

100 105 110 

Tyr Thr Lys Gin Leu Phe Arg His Gly Pro Phe 
115 120 

<210> 14 
<211> 132 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Chimaeric Murine IL-13 
<400> 14 



Phe 


Asn 


Asn 


Phe 


Thr 


val 


Ser 


Phe 


Trp 


Leu 


Arg 


val 


Pro 


Lys 


va 1 


Ser 


1 








5 








10 






15 




Ala 


ser 


Hi s 


Leu 


Glu 


Gly 


Pro 


va l 


Pro 


Arg 


Ser 


val 


Ser 


Leu 


Pro 


Leu 








20 








25 








JO 






Thr 


Leu 


Lys 


Glu 


Leu 


He 


Glu 


G 1 u 
4U 


Leu 


Ser 


Asn 


lie 


Thr 

A £ 

4!) 


G I n 


Asp 


Gin 


Thr 


Pro 


Leu 


Cys Asn Gly 


ser 


Met 


val 


Trp 


Ser 


val 


ASP 


Leu 


Ala 


Ala 




50 










55 








60 


lie 








Gly Gly 


Phe 


Cys 


val 


Ala 


Leu 


Asp 


Ser 


Leu 


Thr 


Asn 


ser 


Asn 


Cys 


65 








70 








75 










80 


Asn 


Ala 


He 


Tyr 


Arg 


Thr 


Gin 


Arg 


lie 


Leu 


His Gly 


Leu 


Cys 


Asn 


Arg 








85 








90 










95 




Lys 


Ala 


Pro 


Thr 


Thr 


val 


Ser 


Ser 


Leu 


Pro 


Asp 


Thr 


Lys 


lie 


Glu 


Val 






100 










105 






110 






Ala 


His 


Phe 


lie 


Thr 


Lys 


Leu 


Leu 


Ser 


Tyr 


Thr 


Lys 


Gin 


Leu 


Phe 


Arg 






115 








120 






125 







His Gly Pro Phe 
130 



<210> 15 
<211> 132 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> chimaeric Murine IL-13 
<400> 15 



Phe Asn 


Asn Phe Thr val 


ser 


Phe 


Trp 


Leu 


Arg 


Val 


Pro 


Lys 


val 


ser 


1 


5 






10 






15 




Ala Ser 


His Leu Glu Gly 


Pro 


val 


Pro 


Arg 


Ser 


val 


Ser 


Leu 


Pro 


val 




20 






25 








30 






Thr Leu 


Lys Glu Leu lie 


Glu 


Glu 


Leu 


Thr 


Asn 


lie 


Thr 


Gin 


Asp 


Gin 




35 




40 










45 






Thr Pro 


Leu Cys Asn Gly Ser 


Met 


val 


Trp 


Ser 


val 


Asp 


Leu 


Ala 


Ala 


50 




55 








60 










Gly Gly 


Phe Cys val Ala 


Leu 


ASP 


Ser 


Leu 


Thr 


Asn 


lie 


Ser 


Asn 


cys 


65 


70 








75 










80 


Asn Ala lie Phe Arg Thr Gin 


Arg 


He 


Leu 


His 


Ala 


Leu 


Cys 


Asn 


Arg 




85 






90 








95 


Lys Ala 


Pro Thr Thr val 


ser 


Ser 


Leu 


pro 


Asp 


Thr 


Lys 


lie 


Glu 


val 


100 






105 






110 






Ala His 


Phe lie Thr Lys 


Leu 


Leu 


Thr 


Tyr 


Thr 


Lys 


Asn 


Leu 


Phe 


Arg 




115 




120 






125 







Arg Gly Pro Phe 
130 



<210> 16 
<211> 249 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 16 

Tyr val His Ser Asp Gly Ser Tyr Pro Lys Asp Lys Phe Glu Lys lie 

1 5 10 15 

Asn Gly Thr Trp Tyr Tyr Phe Asp Ser Ser Gly Tyr Met Leu Ala Asp 

20 25 30 

Arg Trp Arg Lys His Thr Asp Gly Asn Trp Tyr Trp Phe Asp Asn ser 

35 40 45 

Gly Glu Met Ala Thr Gly Trp Lys Lys lie Ala Asp Lys Trp Tyr Tyr 
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50 55 _ 60 



Phe Asn 


rl 1 1 
(j 1 U 


rl 1 1 
(j 1 u 


rl\/ 

\3 \ y 


Ala 


Mat 

1*161 


Lys 


I 11 1 


Gly Trp 


Val 
v d i 


uys> 


i y r 


uy o 


AS p 


65 






/ U 








75 










80 


Thr Trp 


Tyr 


Tyr 


Leu 


Asp 


a i a 


Lys 


1 U 


Gly Ala 


Mot 
Met 


V3 1 II 


i yr 


Tl P 
J. 1 c 


Lys 


ol) 








90 














Ala Asn 


Ser 


Lys 


Phe 


1 1 e 


Gly 


1 1 e 


i n r 


Glu 


Gly 


va i 




Vd 1 


Cor 1 


Acn 






100 
















110 






Ala Phe 


1 1 e 


G I n 


Ser 


a i a 


ASp 


r*l \/ 

G i y 


i n r 


Gly Trp 


Tyr 


Tyr 


Leu 


1 \/c 

Lys 


r l U 




1 1 c 

115 








120 










IOC 








Asp Gly 


Thr 


Leu 


A 1 a 


Asp 


Arg 


Pro 


rl 1 1 
vj 1 u 


Gly 


Pro 


va i 


Pro 


rl U 


C q r* 


r" 


130 








lib 


















va 1 ri 


Ala Leu 


Lys 


G 1 U 


Leu 


He 


r-i 1 1 
<j 1 u 


Cj 1 u 


Leu 


Ala 


Asn 


1 1 e 


i n r 




A c rl 
Mb n 


145 






±!>U 










155 




Tl P 
± 1 c 






1 fiCi 
1DU 


Lys Ala 


Pro 


Leu 


Cys 


Asn 


rl \/ 

Cj i y 


Se r 


i*ie l 


val 


Trp 


se r 


a c n 
Moll 


1 Oil 

LcU 


1 til 














170 






Val 

V u 1 


1 7^ 


Gl v 
vj i y 


Ala Gly 


Me t 


Tyr 


cys 


Ala 


a1 a 




Mop 


Ser 


Leu 


Tl P 

J. 1 c 


n 

n jl 1 


^p r 




loU 








J-O D 
















Cys Ser 


Ala 


lie 


Glu 


Arg 


Thr 


Gin 


Arg 


lie 


Leu 


Ser 


Ala 


Phe 


cys 


Pro 


195 








200 










205 






Thr 


His Lys 


val 


Ser 


Ala 


Gly 


Gin 


Phe 


Ser 


Ser 


Leu 


Arg 


Val 


Arg 


Asp 


210 








215 










220 


val 


His 






Lys lie 


Glu 


val 


Ala 


Gin 


Phe 


val 


Thr 


Asp 


Leu 


Leu 


Leu 


Lys 


225 








230 








235 










240 


Arg Leu 


Phe 


Arg 


Gin 


Gly 


Thr 


Phe 


Asn 


















245 























<210> 17 
<211> 220 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 17 



Ser 


Ser 


His 


Ser 


Ser 


Asn 


Met 


Ala 


Asn 


Thr 


Gin 


Met 


Lys 


Ser 


Asp 


Lys 


1 








5 










10 








15 




lie 


lie 


lie 


Ala 


His 


Arg 


Gly 


Ala 


Ser 


Gly Tyr 


Leu 


Pro 


Glu 


His 


Thr 








20 






25 










30 




Glu 


Leu 


Glu 


Ser 


Lys 


Ala 


Leu 


Ala 


Phe 


Ala 


Gin 


Gin 


Ala 


Asp 


Tyr 


Leu 






35 








40 










45 








Gin 


Asp 

50 


Leu 


Ala 


Met 


Thr 


Lys 
55 


Asp 


Gly 


Arg 


Leu 


val 
60 


Val 


lie 


His 


Asp 


His 


Phe 


Leu 


Asp 


Gly 


Leu 


Thr 


ASp 


val 


Ala 


Lys 


Lys 


Phe 


Pro 


His 


Arg 


65 






70 








75 








80 


His 


Arg 


Lys 


ASP 


Gly 


Arg 


Tyr 


Tyr 


val 


He 


Asp 


Phe 


Thr 


Leu 


Lys 


Glu 




85 






90 










95 




lie 


Gin 


Ser 


Leu 


Glu 


Met 


Thr 


Glu 


Asn 


Phe 


Glu 


Thr 


Gly 


Pro 


val 


Pro 








100 










105 








110 


He 


Thr 


Pro 


Ser 


Ser 


Ala 


Leu 


Lys 


Glu 


Leu 


He 


Glu 


Glu 


Leu 


Ala 


Asn 






115 








120 










125 






He 


Gin 


Asn 


Gin 


Lys 


Ala 


Pro 


Leu 


Cys 


Asn 


Gly Ser 


Met 


Val 


Trp 


Ser 




130 








135 








140 










Asn 


Leu 


Thr 


Ala 


Gly 


Met 


Tyr 


cys 


Ala 


Ala 


Leu 


Asp 


Ser 


Leu 


He 


Asn 


145 








150 






155 








160 


val 


Ser 


Gly 


cys 


ser 


Ala 


He 


Glu 


Arg 


Thr 


Gin 


Arg 


He 


Leu 


Ser 


Ala 






165 








170 








175 


val 


Phe 


cys 


Pro 


His 


Lys 


val 


ser 


Ala 


Gly 


Gin 


Phe 


Ser 


Ser 


Leu 


Arg 






180 








185 










190 






Arg 


Asp 


Thr 


Lys 


lie 


Glu 


val 


Ala 


Gin 


Phe 


val 


Thr 


Asp 


Leu 


Leu 


val 


195 








200 










205 








His 


Leu 


Lys 


Arg 


Leu 


Phe 


Arg 


Gin 


Gly 


Thr 


Phe 


Asn 












210 






215 








220 











<210> 18 
<211> 133 
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<212> PRT 

<213> Artificial sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 18 

Phe Asn Asn Phe Thr Val Ser Phe Trp Leu Arg val Pro Lys val Ser 

1 5 10 15 

Ala Ser His Leu Glu Gly Pro val Pro Pro ser Ser Ala Leu Lys Glu 

20 25 30 

Leu lie Glu Glu Leu Ala Asn lie Thr Gin Asn Gin Lys Ala Pro Leu 

35 40 45 

Cys Asn Gly ser Met val Trp Ser lie Asn Leu Thr Ala Gly Met Tyr 

50 55 60 

Cys Ala Ala Leu Asp Ser Leu lie Asn val Ser Gly Cys Ser Ala lie 
65 70 75 80 

Glu Arg Thr Gin Arg lie Leu Ser Ala Phe Cys Pro His Lys Val Ser 

85 90 95 

Ala Gly Gin Phe Ser ser Leu Arg Val Arg Asp Thr Lys lie Glu val 

100 105 110 

Ala Gin Phe Val Thr Asp Leu Leu val His Leu Lys Arg Leu Phe Arg 

115 120 125 

Gin Gly Thr Phe Asn 
130 

<210> 19 
<211> 133 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 19 

Phe Asn Asn Phe Thr val Ser Phe Trp Leu Arg val Pro Lys val Ser 

1 5 10 15 

Ala Ser His Leu Glu Gly Pro val Pro Pro Ser Ser Ala Leu Lys lie 

20 25 30 

Leu lie Glu Glu Leu Ala Asn lie Thr Gin Asn Gin Lys Ala Pro Leu 

35 40 45 

Cys Asn Gly Ser Met val Trp Ser lie Asn Leu Thr Ala Gly Met Tyr 

50 55 60 

Cys Ala Ala Leu Asp Ser Leu lie Asn Val Ser Gly Cys ser Ala lie 
65 70 75 80 

Glu Arg Thr Gin Arg lie Leu Ser Ala Phe Cys Pro His Lys Val Ser 

85 90 95 

Ala Gly Gin Phe ser Ser Leu Arg val Arg Asp Thr Lys lie Glu val 

100 105 110 

Ala Gin Phe val Thr Asp Leu Leu Val His Leu Lys Arg Leu Phe Arg 

115 120 125 

Gin Gly Thr Phe Asn 
130 

<210> 20 
<211> 112 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 20 

Gly Pro Val Pro Pro Ser ser Ala Leu Lys Glu Leu lie Glu Glu Leu 

15 10 15 

Ala Asn lie Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly Ser Met 
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seql i st . txt 
20 25 30 

val Trp Ser lie Asn Leu Thr Ala Gly Met Tyr cys Ala Ala Leu Asp 

35 40 45 

ser Leu lie Asn val ser Gly Cys Ser Ala lie Glu Arg Thr Gin Arg 

50 55 60 

lie Leu Ser Ala Phe Cys Pro His Lys val Ser Ala Gly Gin Phe Ser 
65 70 75 80 

Ser Leu His Val Arg Asp Thr Lys lie Glu Val Ala Gin Phe Val Thr 

85 90 95 

Asp Leu Leu val His Leu Lys Arg Leu Phe Arg Gin Gly Arg Phe Asn 
100 105 110 

<210> 21 
<211> 112 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 21 

Gly Pro val Pro Pro Ser Thr Ala Leu Lys Glu Leu lie Glu Glu Leu 

15 10 15 

Val Asn lie Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly Ser Met 

20 25 30 

Val Trp Ser lie Asn Leu Thr Ala Gly Met Tyr Cys Ala Ala Leu Asp 

35 40 45 

Ser Leu lie Asn val ser Gly cys ser Ala lie Glu Arg Thr Gin Arg 

50 55 60 

lie Leu Ser Ala Phe Cys Pro His Lys Val Ser Ala Gly Gin Phe Ser 
65 70 75 80 

Ser Leu Arg Val Arg Asp Thr Lys lie Glu Val Ala Gin Phe val Thr 

85 90 95 

Asp Leu Leu val His Leu Lys Lys Leu Phe Arg Gin Gly Thr Phe Asn 
100 105 " 110 

<210> 22 
<211> 112 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 22 

Gly Pro Val Pro Pro Ser Ser Ala Leu Arg Glu Leu lie Glu Glu Leu 

15 10 15 

Ala Asn lie Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly Ser Met 

20 25 30 

val Trp ser lie Asn Leu Thr Ala Gly Met Tyr Cys Ala Ala Leu Glu 

35 40 45 

Ser Leu lie Asn val Ser Gly Cys Ser Ala lie Asp Lys Thr Gin Arg 

50 55 60 

Met Leu Ser Ala Phe Cys Pro His Lys val ser Ala Gly Gin Phe ser 
65 70 75 80 

Ser Leu His val Arg Asp Thr Lys He Glu val Ala Gin Phe val Lys 

85 90 95 

Asp Leu Leu val His Leu Lys Arg Leu Phe Arg Asp Gly Arg Phe Asn 
100 105 ~ 110 

<210> 23 
<211> 1260 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Plasmid pCDNmILl3CDFC 



seqlist.txt 



<400> 23 

aaccgtcaga 

gactgcagtc 

ttctgtgtct 

agaccagact 

gttctgtgta 

ccagcgtatt 

gttgcgtgtt 

ctttattaca 

ggtcctgttc 

accgtgccca 

caaggacacc 

ccacgaagac 

caagacaaag 

cgtcctgcac 

cctcccagcc 

ggtgtacacc 

cctggtcaaa 

ggagaacaac 

tagcaagctc 

gatgcatgag 

atgagtgtag 



tcgcctggag 
ctggctcttg 
ctccctctga 
cccctgtgca 
gccctggatt 
ttgcatggcc 
cctaaagtat 
aaactgctca 
cagggaccag 
gcacctgaac 
ctcatgatct 
cctgaggtca 
ccgcgggagg 
caggactggc 
cccatcgaga 
ctgcccccat 
ggcttctatc 
tacaagacca 
accgtggaca 
gctctgcaca 
atccgttaac 



acgccatcga 
cttgccttgg 
cccttaagga 
acggcagcat 
ccctgaccaa 
tctgtaaccg 
ctgctagtca 
gctacacaaa 
gatccgagcc 
tcctgggggg 
cccggacccc 
agttcaactg 
agcagtacaa 
tgaatggcaa 
aaaccatctc 
cccgggagga 
ccagcgacat 
cgcctcccgt 
agagcaggtg 
accactacac 
ggttaccaac 



attcggtacc 
tggtctcgcc 
gcttattgag 
ggtatggagt 
catctccaat 
caagtttaat 
tttagaagat 
gcaactgttt 
caaatcggcc 
accgtcagtc 
tgaggtcaca 
gtacgtggac 
cagcacgtac 
ggagtacaag 
caaagccaaa 
gatgaccaag 
cgccgtggag 
gctggactcc 
gcagcagggg 
gcagaagagc 
tacctaggga 



gccaccatgg 
gccccagggc 
gagctgagca 
gtggacctgg 
tgcaatgcca 
aattttaccg 
accaaaatcg 
cgccacggcc 
gacaaaactc 
ttcctcttcc 
tgcgtggtgg 
ggcgtggagg 
cgtgtggtca 
tgcaaggtct 
gggcagcccc 
aaccaggtca 
tgggagagca 
gacggctcct 
aacgtcttct 
ctctccctgt 
tccgttaacg 



cgctctgggt 
cggtgccacg 
acatcacaca 
ccgctggcgg 
tctaccgtac 
ttagcttttg 
aagtagccca 
ccttcctgga 
acacatgccc 
ccccaaaacc 
tggacgtgag 
tgcataatgc 
gcgtcctcac 
ccaacaaagc 
gagaaccaca 
gcctgacctg 
atgggcagcc 
tcttcctcta 
catgctccgt 
ctccgggtaa 
gttaccaact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



<210> 24 
<211> 1260 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Plasmid pCDNmILl3p30FC 



<400> 24 

aaccgtcaga 

gactgcagtc 

cgttagcttt 

acgttctgtg 

acaagaccag 

cgggttctgt 

tacccagcgt 

ccccgatacc 

actgtttcgc 

atcggccgac 

gtcagtcttc 

ggtcacatgc 

cgtggacggc 

cacgtaccgt 

gtacaagtgc 

agccaaaggg 

gaccaagaac 

cgtggagtgg 

ggactccgac 

gcaggggaac 

gaagagcctc 



tcgcctggag 
ctggctcttg 
tggttgcgtg 
tctctccctc 
actcccctgt 
gtagccctgg 
attttgcatg 
aaaatcgaag 
cacggcccct 
aaaactcaca 
ctcttccccc 
gtggtggtgg 
gtggaggtgc 
gtggtcagcg 
aaggtctcca 
cagccccgag 
caggtcagcc 
gagagcaatg 
ggctccttct 
gtcttctcat 
tccctgtctc 



acgccatcga 
cttgccttgg 
ttcctaaagt 
tgacccttaa 
gcaacggcag 
attccctgac 
gcctctgtaa 
tagcccactt 
tcctggaggt 
catgcccacc 
caaaacccaa 
acgtgagcca 
ataatgccaa 
tcctcaccgt 
acaaagccct 
aaccacaggt 
tgacctgcct 
ggcagccgga 
tcctctatag 
gctccgtgat 
cgggtaaatg 



attcggtacc 
tggtctcgcc 
atctgctagt 
ggagcttatt 
catggtatgg 
caacatctcc 
ccgcaaggcc 
tattacaaaa 
cctgttccca 
gtgcccagca 
ggacaccctc 
cgaagaccct 
gacaaagccg 
cctgcaccag 
cccagccccc 
gtacaccctg 
ggtcaaaggc 
gaacaactac 
caagctcacc 
gcatgaggct 
agtgtagatc 



gccaccatgg 
gccccattta 
catttagaag 
gaggagctga 
agtgtggacc 
aattgcaatg 
cccactacgg 
ctgctcagct 
ggaccaggat 
cctgaactcc 
atgatctccc 
gaggtcaagt 
cgggaggagc 
gactggctga 
atcgagaaaa 
cccccatccc 
ttctatccca 
aagaccacgc 
gtggacaaga 
ctgcacaacc 
cgttaacggt 



cgctctgggt 
ataattttac 
ggccggtgcc 
gcaacatcac 
tggccgctgg 
ccatctaccg 
tctccagcct 
acacaaagca 
ccgagcccaa 
tggggggacc 
ggacccctga 
tcaactggta 
agtacaacag 
atggcaagga 
ccatctccaa 
gggaggagat 
gcgacatcgc 
ctcccgtgct 
gcaggtggca 
actacacgca 
taccaactac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



<210> 25 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 25 
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aacctgtttc gccgcggccc cttcctggag gtcctgttcg gtggaccagg atccgagccc 60 
aaatcggccg ac 72 

<210> 26 
<211> 1260 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Plasmid pCDNcILl3newFC 
<400> 26 

aaccgtcaga tcgcctggag acgccatcga attcggtacc gccaccatgg cgctctgggt 60 

gactgcagtc ctggctcttg cttgccttgg tggtctcgcc gccccattta ataattttac 120 

cgttagcttt tggttgcgtg ttcctaaagt atctgctagt catttagaag ggccggtgcc 180 

acgttctgtg tctctccctg tgacccttaa ggagcttatt gaggagctga ccaacatcac 240 

acaagaccag actcccctgt gcaacggcag catggtatgg agtgtggacc tggccgctgg 300 

cgggttctgt gtagccctgg attccctgac caacatctcc aattgcaatg ccatcttccg 360 

tacccagcgt attttgcatg ccctctgtaa ccgcaaggcc cccactacgg tctccagcct 420 

ccccgatacc aaaatcgaag tagcccactt tattacaaaa ctgctcacct acacaaagaa 480 

cctgtttcgc cgcggcccct tcctggaggt cctgttccag ggaccaggat ccgagcccaa 540 

atcggccgac aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc 600 

gtcagtcttc ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga 660 

ggtcacatgc gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta 720 

cgtggacggc gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag 780 

cacgtaccgt gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga 840 

gtacaagtgc aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa 900 

agccaaaggg cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat 960 

gaccaagaac caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc 1020 

cgtggagtgg gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct 1080 

ggactccgac ggctccttct tcctctatag caagctcacc gtggacaaga gcaggtggca 1140 

gcaggggaac gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca 1200 

gaagagcctc tccctgtctc cgggtaaatg agtgtagatc cgttaacggt taccaactac 1260 



<210> 27 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 27 

gtgtctctcc ctctgaccct tagg 

<210> 28 
<211> 24 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer 
<400> 28 

cagttgcttt gtgtagctga gcag 

<210> 29 
<211> 1200 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Plasmid pCDNILl3ol dFC 
<400> 29 

aaccgtcaga tcgcctggag acgccatcga attcggtacc gccaccatgg 
gactgcagtc ctggctcttg cttgccttgg tggtctcgcc gccccagggc 
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24 



24 



cgctctgggt 60 
cggtgccacg 120 



seqlist.txt 

ttctgtgtct ctccctctga cccttaggga gctcattgag gagctggtca acatcacaca 180 
agaccagact cccctgtgca acggcagcat ggtatggagt gtggacctgg ccgctggcgg 240 
gtactgtgca gccctggaat ccctgaccaa tatttccaat tgcaatgcca tcgagaagac 300 
ccagaggatg ctgggcggac tctgtaaccg caaggccccc actacggtct ccagcctccc 360 
cgataccaaa atcgaggtgg cccagtttgt aaaggacctg ctcagctaca caaagcaact 420 
gtttcgccac ggccccttcc tggaggtcct gttccaggga ccaggatccg agcccaaatc 480 
ggccgacaaa actcacacat gcccaccgtg cccagcacct gaactcctgg ggggaccgtc 540 
agtcttcctc ttccccccaa aacccaagga caccctcatg atctcccgga cccctgaggt 600 
cacatgcgtg gtggtggacg tgagccacga agaccctgag gtcaagttca actggtacgt 660 
ggacggcgtg gaggtgcata atgccaagac aaagccgcgg gaggagcagt acaacagcac 720 
gtaecgtgtg gtcagcgtcc tcaccgtcct gcaccaggac tggctgaatg gcaaggagta 780 
caagtgcaag gtctccaaca aagccctccc agcccccatc gagaaaacca tctccaaagc 840 
caaagggcag ccccgagaac cacaggtgta caccctgccc ccatcccggg aggagatgac 900 
caagaaccag gtcagcctga cctgcctggt caaaggcttc tatcccagcg acatcgccgt 960 
ggagtgggag agcaatgggc agccggagaa caactacaag accacgcctc ccgtgctgga 1020 
ctccgacggc tccttcttcc tctatagcaa gctcaccgtg gacaagagca ggtggcagca 1080 
ggggaacgtc ttctcatgct ccgtgatgca tgaggctctg cacaaccact acacgcagaa 1140 
gagcctctcc ctgtctccgg gtaaatgagt gtagatccgt taacggttac caactaccta 1200 

<210> 30 
<211> 111 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimaeric Homo sapien IL-13 
<400> 30 

Gly Pro val Pro Arg Ser val ser Leu Pro Leu Thr Leu Arg Glu Leu 

15 10 15 

lie Glu Glu Leu val Asn lie Thr Gin Asp Gin Thr. Pro Leu Cys Asn 

20 25 30 

Gly Ser Met val Trp ser val Asp Leu Ala Ala Gly Gly Tyr cys Ala 

35 40 45 

Ala Leu Glu Ser Leu Thr Asn lie Ser Asn cys Asn Ala lie Glu Lys 

50 55 60 

Thr Gin Arg Met Leu Gly Gly Leu Cys Asn Arg Lys Ala Pro Thr Thr 
65 ^ 70 75 80 

val Ser ser Leu Pro Asp Thr Lys lie Glu val Ala Gin Phe val Lys 

85 90 95 

Asp Leu Leu Ser Tyr Thr Lys Gin Leu Phe Arg His Gly Pro Phe 
100 105 ~ 110 

<210> 31 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 31 

tgtgatgttg accagctcct caatgagctc cctaagggtc agagggagag acacagatct 60 
tggcaccggc cc 72 

<210> 32 
<211> 73 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 32 

aggagctggt caacatcaca caagaccaga ctcccctgtg caacggcagc atggtatgga 60 
gtgtggacct ggc 73 
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<210> 33 
<211> 72 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer 
<400> 33 

gcaattggag atgttggtca gggattccag 
cacactccat ac 

<210> 34 
<211> 73 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 34 

tgaccaacat ctccaattgc aatgccatcg 
gtaaccgcaa ggc 

<210> 35 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 35 

aaactgggcc acctcgattt tggtatcggg 
gttacagagt cc 

<210> 36 
<211> 71 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 36 

aaatcgaggt ggcccagttt gtaaaggacc 
acggcccctt c 

<210> 37 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 37 

cgcggattcg ggccggtgcc aagatctg 

<210> 38 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> primerHomo sapien 
<400> 38 



seqlist.txt 



ggctgcacag tacccgccag cggccaggtc 60 



agaagaccca gaggatgctg ggcggactct 60 



gaggctggag accgtagtgg gggccttgcg 60 



tgctcagcta cacaaagcaa ctgtttcgcc 60 



28 
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ctccgctcga gtcgacttag aaggggccgt ggcgaaa 37 

<210> 39 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 39 

cgcggatccg ggccggtgcc aagatctg 28 

<210> 40 
<211> 16 
<212> PRT 

<213> Homo sapien IL-13 
<400> 40 

Pro Ser Thr Ala Leu Arg Glu Leu lie Glu Glu Leu val Asn lie Thr 
1 5 10 15 



<210> 41 
<211> 10 
<212> PRT 

<213> Homo sapien IL-13 
<400> 41 

Met Tyr Cys Ala Ala Leu Glu Ser Leu lie 
1 5 10 



<210> 42 
<211> 9 
<212> PRT 

<213> Homo sapien IL-13 
<400> 42 

Lys Thr Gin Arg Met Leu Ser Gly Phe 
1 5 



<210> 43 
<211> 17 
<212> PRT 

<213> Homo sapien IL-13 
<400> 43 

Ala Gin Phe Val Lys Asp Leu Leu Leu His Leu Lys Lys Leu Phe Arg 

1 5 10 15 

Glu 



<210> 44 

<211> 8 

<212> PRT 

<213> Homo sapien 

<400> 44 

Gly Pro val Pro Pro ser Thr Ala 
1 5 



<210> 45 
<211> 24 
<212> PRT 
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<213> Homo sapien 
<400> 45 

lie Thr Gin Asn Gin Lys Ala Pro Leu cys Asn Gly ser Met val Trp 

1 5 10 15 

ser lie Asn Leu Thr Ala Gly Met 
20 



<210> 46 

<211> 7 

<212> PRT 

<213> Homo sapien 

<400> 46 

lie Asn val Ser Gly Cys Ser 
1 5 



<210> 47 

<211> 19 

<212> PRT 

<213> Homo sapien 

<400> 47 

Phe Cys Pro His Lys Val Ser Ala Gly Gin Phe Ser Ser Leu His val 

15 10 15 

Arg Asp Thr 



<210> 48 

<211> 13 

<212> PRT 

<213> Homo sapien 

<400> 48 

Leu His Leu Lys Lys Leu Phe Arg Glu Gly Arg Phe Asn 
1 5 10 



<210> 49 
<211> 14 
<212> PRT 

<213> Clostridium tetani 
<400> 49 

Gin Tyr lie Lys Ala Asn ser Lys Phe lie Gly lie Thr Glu 
1 5 10 



<210> 50 
<211> 21 
<212> PRT 

<213> Clostridium tetani 
<400> 50 

Phe Asn Asn Phe Thr Val Ser Phe Trp Leu Arg Val Pro Lys val Ser 

1 5 10 15 

Ala ser His Leu Glu 
20 



<210> 51 
<211> 21 
<212> PRT 

<213> Plasmodium falciparum 
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<400> 51 

Asp lie G"lu Lys Lys lie Ala Lys Met Glu Lys Ala ser Ser val Phe 

1 5 10 15 

Asn val val Asn Ser 
20 

<210> 52 
<211> 15 
<212> PRT 

<213> Paramyxovi ridae Morbilli vi rus 
<400> 52 

Leu ser Glu lie Lys Gly val lie val His Arg Leu Glu Gly val 
1 5 10 15 

<210> 53 
<211> 15 
<212> PRT 

<213> Hepatitis B virus 
<400> 53 

Phe Phe Leu Leu Thr Arg lie Leu Thr lie Pro Gin ser Leu Asp 
1 5 10 15 

<210> 54 
<211> 19 
<212> PRT 

<213> Corynebacterium diphtheriae 
<400> 54 

Pro val Phe Ala Gly Ala Asn Tyr Ala Ala Trp Ala val Asn val Ala 

1 5 10 15 

Gin val lie 



<210> 55 
<211> 20 
<212> PRT 

<213> Corynebacterium diphtheriae 
<400> 55 

Val His His Asn Thr Glu Glu lie Val Ala Gin Ser lie Ala Leu Ser 

15 10 15 

Ser Leu Met val 
20 

<210> 56 
<211> 20 
<212> PRT 

<213> Corynebacterium diphtheriae 
<400> 56 

Gin Ser lie Ala Leu Ser Ser Leu Met Val Ala Gin Ala lie Pro Leu 

15 10 15 

val Gly Glu Leu 
20 

<210> 57 
<211> 20 
<212> PRT 

<213> Corynebacterium diphtheriae 



Page 16 



seqlist.txt 

<400> 57 

val Asp lie Gly Phe Ala Ala Tyr Asn Phe val Glu Ser lie lie Asn 

15 10 15 

Leu Phe Gin val 
20 



<210> 58 
<211> 20 
<212> PRT 

<213> Corynebacterium diphtheriae 
<400> 58 

Gin Gly Glu Ser Gly His Asp lie Lys lie Thr Ala Glu Asn Thr Pro 

15 10 15 

Leu Pro lie Ala 
20 



<210> 59 
<211> 20 
<212> PRT 

<213> Corynebacterium diphtheriae 
<400> 59 

Gly val Leu Leu Pro Thr He Pro Gly Lys Leu Asp val Asn Lys Ser 

1 5 10 15 

Lys Thr His lie 
20 



<210> 60 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial immunostimulatory oligonucleotide 
<400> 60 

tccatgacgt tcctgacgtt 

<210> 61 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial immunostimulatory oligonucleotide 
<400> 61 

tctcccagcg tgcgccat 

<210> 62 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial immunostimulatory oligonucleotide 
<400> 62 

accgatgacg tcgccggtga cggcaccacg 

<210> 63 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Artificial immunostimulatory oligonucleotide 
<400> 63 

tcgtcgtttt gtcgttttgt cgtt 24 

<210> 64 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial immunostimulatory oligonucleotide 
<400> 64 

tccatgacgt tcctgatgct 20 

<210> 65 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 65 

caactgtttc gccacggccc cttcctggag gtcctgttcg gtggaccagg atccgagccc 60 
aaatcggccg ac 72 

<210> 66 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 66 

ctaggtagtt ggtaaccgtt aacgg 25 

<210> 67 
<211> 6 
<212> PRT 

<213> Homo Sapien IL-13 
<400> 67 

Glu Leu lie Glu Glu Leu 
1 5 

<210> 68 
<211> 4 
<212> PRT 

<213> Homo Sapien IL-13 

<400> 68 
Asn lie Thr Gin 
1 

<210> 69 
<211> 5 
<212> PRT 

<213> Homo Sapien il-13 
<400> 69 

ser Met val Trp ser 
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<210> 70 
<211> 7 
<212> PRT 

<213> Homo sapien IL-13 
<400> 70 

Asp Thr Lys lie Glu val Ala 
1 5 
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